Raw Sequence Listing Error Summary 



ERROR DETECTED SUGGESTED CORRECTION SERIAL NUMBER: $ ^ 7^^/ 

ATTN: NEW RULES CASES: PLEASE DISREGARD ENCLISH "ALPHA" HEADERS, WHICH WERE INSERTED BY PTO SOFTWARE 



1 Wrapped Nucleics 

Wrapped Aminos 



11 



12 



The numberAext at the end of each line "wrapped" down to the next line. Jhis may occur if your file 
was retrieved in • word processor after creating iL Please adjust your right margin to .3; this will 
prevent "wrapping" 



Invalid Line Length The rulej require that a line not exceed 72 characters in length, this includes white spaces. 



Misaligned Amino 
Numbering 

Non- ASCII 



Variable Length 



_PatentIn 2.0 
"bug" 



_Skipped Sequences 
(OLD RULES) 



Skipped Sequences 
(NEW RULES) 



Use of n's or Xaa's 

(NEW RULES) 



10 V Invalid <213> 
Response 



Use of<220> 



_PatentIn 2.0 
"bug" 



The numbering under each 5 amino acid is misaligned. Do not use lab codes between numbers; 
use apace characters, instead 

The aubmitted file was not saved in ASCII(DOS) text, as required by the Sequence Rules, Please 
ensure your subsequent submission Is saved In ASCII text. 

v ' 

Sequences) contain n's or Xaa'i representing more than, one residue. Per Sequence Rules, 

each n or Xaa can only represent a single residue. Please present the maximum number of each 
residue having variable length and indicate in the <220>-<223> section that some may be missing. 

A "bug" in Patentln version 2.0 has c^sed fife <220>*<223>*ection to be missing from amino acid 

sequencers) - Normally, Patentln would' automatically, generate this section from the 

previously coded nucleic acid sequence. Please manually copy tht relevant <220>-<223> section to 
the subsequent amino acid sequence. This applies to the mandatory <220>-<223> sections for 
Artificial or Unknown sequences. 



Sequencers) 



missing. If intentional, please insert the following lines for each skipped sequence: 



(2) INFORMATION FOR SEQ ID NO:X: (insert SEQ ID NO where M X" is shown) 
(i) SEQUENCE CHARACTERISTICS: (Do r\pt insert any subheadings under this heading) 

(xi) SEQUENCE DESCRIPTIONS EQ ID NO:X: (insert SEQ ID NO where "X" is shown) 
This sequence is intentionally skipped 

Please also adjust the "(ii) NUMBER OF SEQUENCES:" response to Include the skipped sequences. 



Sequencers) 



missing. If intentional, please insert the following lines for each skipped sequence. 



<2 10> seq u cn cc id number 
<400> sequence id number 
000 

Use of n's and/or Xaa's have been detected in the Sequence Listing. 

Per 1.823 of Sequence Rules, use of <220>-<223> is MANDATORY if n's or Xaa's are present. 

In <220> to <223> section, please explain location of n or Xaa, and which residue n or Xaa represents. 

Per 1.823 of Sequence Rules, the only valid <213> responses are: Unknown, Artificial Sequence, or 
scientific name (GenusApocies) <220>-<223> section is required when <213> response is Unknown or 
is Artificial Sequence 



Sequencers) 



missing the <220> "Feature" and associated numeric identifiers and responses. 



Use of <220> to <223> is MANDATORY if <2I3> "Organism" response is "Artificial Sequence" or 
"Unknown." Please explain source of genetic material in <220> to <223> section. 
(See "Federal Rcgrsler," 06/01/1998, Vol. 63, No 104, pp. 29631-32) (Sec. 1.823 of Sequence Rules) 

Please do not use "Copy to Disk" function of Patentln version 2.0. This causes a corrupted file, 
resulting in missing mandatory numeric identifiers and responses (as indicated on raw sequence 
listing). Instead, please use "File Manager" or any other manual means to copy file to floppy disk. 



13 ■ Misuse of n n can only be used to represent a single nucleotide in a nucleic acid sequence. N is not used to represent 

any value not specifically a nucleotide. 

AMC/MM - Biotechnology Systems Branch - 08/2 1/2001 
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RAW SEQUENCE LISTING 

PATENT APPLICATION: US/09/828 , 574 



DATE: 09/07/2001 
TIME: 16:45:43 



Input Set : A:\UCSD1310-l.ST25.txt 
Output Set: N:\CRF3\09072001\I828574.raw 



2 


<:110> 


APPLICANT 


: THE REGENTS OF 


THE 


UNIVERSITY 


OF CALIFORNIA ^ 


3 






ALBANI, Salvatore 






















4 






PRAKKEN, 


Berent 






















6 


<:120> 


TITLE 


OF 


INVENTION: STRESS PROTEINS AND PEPTIDES 


AND 


METH 


8 


<130> 


FILE 


REFERENCE : UCSD1310- 


1 
















10 


<140> 


CURRENT APPLICATION NUMBER: US 09/828,574 










11 


<141> 


CURRENT FILING DATE: 


2001 


-04- 


06 














13 


<150> 


PRIOR 


APPLICATION 


NUMBER : 


US 


60/224 , 104 










14 


<151> 


PRIOR 


FILING 


DATE 


: 2000-08-09 
















16 


<:160> 


NUMBER OF 


SEQ 


ID 


NOS : 


13 


















18 


<170> 


SOFTWARE: 


Patentln version 3. 


0 














20 


<:210> 


SEQ ID NO 


: 1 
























21 


<211> 


LENGTH: 573 
























22 


<212> 


TYPE : 


PRT 


























23 


<213> 


ORGANISM: 


Homo sapiens 


















25 


<:400> 


SEQUENCE: 


1 
























27 


Met 


Leu 


Arg 


Leu 


Pro 


Thr 


Val 


Phe 


Arg 


Gin 


Met 


Arg 


Pro 


Val 


Ser 


Arg 


28 


1 










5 










10 










15 




30 


Val 


Leu 


Ala 


Pro 


His 


Leu 


Thr 


Arg 


Ala 


Tyr 


Ala 


Lys 


Asp 


Val 


Lys 


Phe 


31 










20 










25 










30 






33 


Gly 


Ala 


Asp 


Ala 


Arg 


Ala 


Leu 


Met 


Leu 


Gin 


Gly 


Val 


Asp 


Leu 


Leu 


Ala 


34 








35 










40 










45 








36 


Asp 


Ala 


Val 


Ala 


Val 


Thr 


Met 


Gly 


Pro 


Lys 


Gly 


Arg 


Thr 


Val 


He 


He 


37 




50 










55 










60 










39 


Glu 


Gin 


Ser 


Trp 


Gly 


Ser 


Pro 


Lys 


Val 


Thr 


Lys 


Asp 


Gly 


Val 


Thr 


Val 


40 


65 












70 










75 










80 


4 2 


Ala 


Lys 


Ser 


He 


Asp 


Leu 


Lys 


Asp 


Lys 


Tyr 


Lys 


Asn 


He 


Gly 


Ala 


Lys 


4 3 












85 










90 










95 




45 


Leu 


Val 


Gin 


Asp 


Val 


Ala 


Asn 


Asn 


Thr 


Asn 


Glu 


Glu 


Ala 


Gly 


Asp 


Gly 


46 










100 










105 










110 






48 


Thr 


Thr 


Thr 


Ala 


Thr 


Val 


Leu 


Ala 


Arg 


Ser 


He 


Ala 


Lys 


Glu 


Gly 


Phe 


49 








115 










120 










125 








51 


Glu 


Lys 


He 


Ser 


Lys 


Gly 


Ala 


Asn 


Pro 


Val 


Glu 


He 


Arg 


Arg 


Gly 


Val 


52 




130 










135 










140 










54 


Met 


Leu 


Ala 


Val 


Asp 


Ala 


Val 


He 


Ala 


Glu 


Leu 


Lys 


Lys 


Gin 


Ser 


Lys 


55 


145 












150 










155 










160 


57 


Pro 


Val 


Thr 


Thr 


Pro 


Glu 


Glu 


lie 


Ala 


Gin 


Val 


Ala 


Thr 


He 


Ser 


Ala 


5 8 












165 










170 










175 




60 


Asn 


Gly 


Asp 


Lys 


Glu 


He 


Gly 


Asn 


He 


He 


Ser 


Asp 


Ala 


Met 


Lys 


Lys 


61 










180 










185 










190 






63 


Val 


Gly 


Arg 


Lys 


Gly 


Val 


He 


Thr 


Val 


Lys 


Asp 


Gly 


Lys 


Thr 


Leu 


Asn 


64 








195 










200 










205 








66 


Asp 


Glu 


Leu 


Glu 


lie 


He 


Glu 


Gly 


Met 


Lys 


Phe 


Asp 


Arg 


Gly 


Tyr 


He 


67 




210 










215 










220 










6 9 


Ser 


Pro 


Tyr 


Phe 


He 


Asn 


Thr 


Ser 


Lys 


Gly 


Gin 


Lys 


Cys 


Glu 


Phe 


Gin 


7 0 


225 












230 










235 










240 


72 


Asp 


Ala 


Tyr 


Val 


Leu 


Leu 


Ser 


Glu 


Lys 


Lys 


He 


Ser 


Ser 


He 


Gin 


Ser 



3 
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7 ~3 










9 4 S 

Z 4 J 










9 S D 

Z J u 










9 S S 

Z ~) ~) 




7 S 


X x e 


Va 1 


P ro 


Ala 


Leu 


Glu 


He 


Ala 


Asn 


Ala 


His 


A r (j 


Lys 


Pro 


Leu 


Va 1 


7 £ 








9 a n 










D A ^ 
ZD J 










9 7 0 
z / u 






7 ft 


i x e 


lie 




r l 1 1 

Lj 1 u 


A 

ASp 


Va 1 
v a ± 


Asp 


r l v 

1 j i y 


r 1 n 


a l a 

t\ x a 


Leu 


Del 


iiii 


Leu 


Va 1 
V a x 


Leu 


7 Q 

/ y 






9 7 S 
LID 










9 An 
z o u 










9 ft S 

Z O D 








ft 1 
o 1 


As n 


Ar^ 


Leu 




v a ± 


|^ 1 XT 


Leu 


1 j 1 n 


Va 1 
v a x 


Va 1 


A 1 A 
r\ x a 


Va 1 


Lys 


Ala 


Pro 


Gly 


ft 9 
o Z 




9 Q Pi 
z y U 










z y d 










S> U \J 










ft 1 


f iie 


r 1 w 


Asp 


Asn 


Ar<5 


Lys 


Asn 


1 j 1 u 


T 

Leu 


Lys 


Asp 


Ma f 


A 1 A 


X X tr 


A 1 A 
nla 


T h r 
1111 


O ) 


J U 9 










JlU 










^ 1 S 
j 1 j 










jzU 


ft 7 


r 1 -7 


r i w 


A 1 A 
Ala 


va 1 

Val 


C i ie 


C 1 v 
uiy 


rin 


rin 


r l v 
Li i y 


Leu 


1111 


Leu 


Asn 


Leu 


rin 

bill 


Asp 


Q v3 
O O 










JZ J 










j JU 










^ ^ s 

j j D 




Q 0 


Va 1 
vdl 


r 1 n 
<j 1 11 


r 1 O 


nib 


Asp 


Leu 


r l v 


Lys 


Va 1 
V a x 


r, 1 \/ 
j x y 


rin 


Va 1 

V a. X 


T 1 A 

X X e 


Va 1 
v a x 


Thr 
lll-i- 


T VQ 

L y 3 


Q 1 








J 4 U 










■3,1 ^ 
J 4 _) 










^ s n 






Q 5 

y j 


Asp 


Asp 


Ala 


Me u 


Leu 


Leu 


T * 7 o 

J_) / s 


r 1 w 
Gly 


i^y s 


r 1 \7 
Li i y 


Asp 


.Ly s 


a 1 a 
a x a 


r 1 n 
Lj 1 11 


T 1 o 

lie 


r l 1 1 

Li 1 U 


y 4 






ODD 




















T £ R 








Q k 

y o 


T t t c 

L f h* 


Arg 


T 1 a 

lie 


u i n 


Li 1 U 


T 1 o 

lie 


i ie 


r l 1 1 

Li 1 U 


r 1 n 
Lj 1 n 


Leu 


Asp 


v a i 


Thr 
1111 


Thr 
1 111 


C ^ r 

e i 


rin 

\ j 1 u 


y / 




3 / U 










T 7 c: 

3 / D 










1 Q fl 










y * 


Ty r 


/'"In 
bill 


Lys 


r i 1 1 

Li 1 U 




Leu 


Asn 


r 1 n 
Lj 1 U 


A r (j 


Leu 


a l a 
a i a 


T 1 7 c 

ij y b 


Leu 


Q o r 


Asp 


r l \7 
u iy 


i an 
I U U 


.)o!) 










j y u 










jj y d 










4 U U 


1 H 9 


V^ 1 


Ala 


va 1 
v a i 


Leu 


Lys 


Va 1 
Val 


r 1 \r 

1 j i y 


r 1 \r 
Li 1 y 


Tnr 


Del 


Asp 


Va 1 
v a x 


rin 


Va 1 
v a i 


Asn 


r 1 n 

UlU 


1 U j 










4 U J 










/I 1 n 
4 1 U 










A 1 S 
4 19 




1 n ^ 
1 U J 


Ly S 


Lys 


Asp 


Ar g 


V;a 1 

v a i 


T h r 

1 Qi 


Asp 


a l ^ 
a i a 


Leu 


Asn 


a 1 ^ 
a la 


Thr 

X ILL 


A r 


A 1 ^ 

a i a 


a 1 a 
a i a 


Va 1 
v a i 


1 U u 








/ion 










A D R 
4z J 










4 o U 






1 n Q 

1 U o 


Li 1 U 


Lj 1U 


<j l y 


i ie 


Val 


Leu 


r 1 xt 
biy 


r l v 
Li i y 


r l w 
Li i y 


cys 


a 1 ^ 
a i a 


Leu 


Leu 


Arg 


Lys 


T 1 o 

lie 


1 ("1 Q 

i u y 






4 j j 










4 4 U 










1 A s 
4 4 9 








i i i 

1 1 1_ 


P ro 


A 1 ^ 

Ala 


Leu 


Asp 


oei 


Leu 


Thr 
L 111 


Pro 


a l a 

Ala 


Asn 


rin 


Asp 


r 1 n 

Lj 1 11 


Lys 


T 1 o 

lie 


r l v 
uiy 


1 1 ■") 
11J 




4 j(J 










4 9 9 










4 D U 










1 J. 4 


lie 


ulu 


T 1 & 

lie 


lie 


Lys 


A r g 


Thr- 
ill! 


Leu 


Lys 


T 1 <3 

lie 


Drn 
r 1 U 


A ] A 

r\ x a 




Thr 


T 1 ^ 

lie 


Ala 


1 1 D 


1 £ s 
4D J 










a 7 n 
4 / u 










4 7 S 
4 / D 










4 ft 0 


117 
11/ 


Lys 


Asn 


Ala 


Gly 


Val 


ulU 


r 1 v 
uiy 


Q o t- 


Leu 


Tip 

lie 


Va 1 
v a i 


rin 

vj X Li 


Lys 


Tip 

1 lc 


l v le L- 


rin 

UlU 


l 1 O 

1 1 O 










485 










4 q n 

4 ^7 U 










4 Q S 

4 " J 




1 ~ u 


Ser 


Ser 


Ser 


Glu 


Val 


( j i y 


T t 7 r 

i y r 


Asp 


A 1 a 

a i a 


jyie l 


a 1 a 
a i a 


r l X7 
Li i y 


Asp 


Dho 

r iie 


Va 1 
v a i 


Asn 


1 n 1 








500 










SOS 

J W J 










510 






i ^ ^ 


Mot- 


Val 


Glu 


Lys 


Gly 


He 


lie 


Asp 


D -rr"i 
1 1 J 


Thr 
1111 


Lys 


Va 1 
v a x 


Va 1 
v a x 


Arg 


Thr 


Ala 


1^4 






515 










520 










S 9 S 
JZ J 








1 O 


Leu 


Leu 


Asp 


Ala 


Ala 


Gly 


Val 


Ala 


oe r 


Leu 


Leu 


T H r 
1 111 


T h r~ 
1 111 


a 1 a 
A X a 


rin 

ulU 


Va 1 
Val 


1 / 




530 










535 










s /t n 

J 4 U 










129 


Val 


Val 


Thr 


Glu 


He 


Pro 


Lys 


Glu 


Glu 


Lys 


Asp 


Pro 


Gly 


Met 


Gly 


Ala 


130 


54 5 










550 










555 










560 


132 


Met 


Gly 


Gly 


Met 


Gly 


Gly 


Gly 


Met 


Gly 


Gly 


Gly 


Met 


Phe 








133 










565 










570 














135 


•:210> SEQ ID NO 


: 2 
























13b 


-:211> LENGTH: 15 
























137 


<21 


2> TYPE: 


PRT 


























138 


-:213> ORGANISM: 


Mycobacterium 


















140 


•:400> SEQUENCE: 


























142 


Gl.y 


Glu 


Ala 


Leu 


Ser 


Thr 


Leu 


Val 


Val 


Asn 


Lys 


He 


Arg 


Gly 


Thr 




143 


1 








5 










10 










15 




145 


■:210> SEQ ID NO 


: 3 
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14 D 


■.^11.' 1, lW'j 1 n . 1 J 
















1 1 7 


' 1 ^ TVDP • DPT 
• . ^ 1 ^ . > 1 I r L . IT L\ ± 
















IIP 
i'lO 


" . 1 } L">KLjM.IN 1 o JXl . nOlUU bap lcllo 
















1 Ri) 

1 jU 


.inn* QPnnFMrr • ^ 

■ . 4 U U . > o Lj ^ U IN L L . Jj 
















1 S > 
1 D J 


i 1 1 t r (""lii A 1 ^ T o 1 1 Car Thr foil \7j^1 

( ji.y iiiu Ala. Ltu Dei iiii i_>eu va.i 


Leu 


A s n 




Leu 


Ly s 


v d x 


Lr X y 


1 S 3 
1 J J 


1 s 

1. D 




1 u 












1 cc 

1 J J 


< ^ 1 U . ^ o lj < J 1 LJ IN U . 4 
















1 S 


v^ll^ 1^ L IN ( j 1 ri . ID 
















1 1:7 
1.) ' 


* . ^ 1 ^ . > 1 1 r L , rKl 
















1 CO 

l.)o 


■ ^,1 j> iJKbANl^M . MycoDaCLeriuni 
















i n 
1 b '.J 


,■ i nri\ c f n i t IT 1 kt f" 1 r 1 ■ a 
<.4UU> b L. 0 U IN L rj . 4 
















1 C") 

10 J 


rio i y i lie i.eu i.eu vai oei bei 


Ly s 


V d X 


ocl 


Thy 
1 III. 


Val 


Ly s 


Asp 


ID J 


i _) 




± u 










1 S 


lb.) 


< J 1 U > bhU 11J NO: J 
















1 b b 


< J 1 1 > LLNblH : i j 
















1^7 

lb/ 


v J> 1 I PL . rKl 
















1 iC o 
lDO 


Vi:1j> L'KLtAN 1 brl . nOUlO Sapieilb 
















l / u 


, 1 ni) \ C fi^TTTT'KTf'^lT 1 • S 

v4UU.> a Ij'^U tLiNt- L . D 
















1 7 "> 
1 / - 


Ala .1 yi Val LGU L6U bt3l Lj 1 U uy b> 


Ly s 


T 1 o 

lie 


oex 




lie 


o 1 1 J 


Coy 

OCX 


1 / J 


1 s 
1 D 




i n 
1 U 










1 S 
1 D 


1 7C 

1 / D 


Vt,lU> b 1j 1 IJ INU . D 
















1 / b 


v J ll. 1 LhNul H : Id 
















17 7 
1 / / 


,-'11 'Iv TVDT7 1 - DDT 
^ ^ 1 ~ > 1 I r t . rKl 
















1 7 Q 

l/o 


vJl.l> UKbANlbM . MyCODdC LeilUlU 
















loU 


'■.4 UU> hhtjUhNCh. b 
















1 o ^ 


Li 1 U Aid. Veil l^eu Li 1 U Ah>p riU 1 y 1 


lit: 


Leu 


Leu 


v d i 


Q Q T" 

OCX 


Coy 

o tr X 


Ly s 


In J 


1 S 
1 D 




1 U 










1 s 
1 D 




. J 1 U > S L ( j ID NO: / 
















1 Q u 

lob 


. i i i \ r PKirTU • IS 
<^.t:ll> LLNCjIH. ID 
















1 Q 7 
1 O / 


.IT ^ \ TVDP ■ DDT 
^^1^> 1 I rili . rKl 
















1 Q 

loo 


v^ij> UKbANioM . Homo Sapiens 
















1 ^ u 


v4UU> o b l J U ri N L- Ej . / 
















i y j 


i // s oys * j i u File 0111 Asp Aid i yr 


v a i 


Leu 


Leu 


Ser 


Li 1 U 


Ly s 


Ly s 


1 Q 

1 7 J 


1 s 

1 D 




1 u 










i j 


1 Q R 


*n.^1U> bfc.O lU NO. o 
















14b 


■ ~i 1 1 t rurTU . IS 
-■J 11.* LLNCjIH: ID 
















1 Q 7 
1 J / 


■ 1 1 1 ^ TVDP. DDT 
. 1 ^ > 1 iFh. FK1 
















198 


^213> ORGANISM: Mycobacterium 
















200 


<400> SEQUENCE : 8 
















202 


lie Ala Gly Leu Phe Leu Thr Thr 


Glu 


Ala 


Val 


Val 


Ala 


Asp 


Lys 


203 


1 5 




10 










15 


205 


<210> SEQ ID NO: 9 
















20b 


Oll> LENGTH: 15 
















207 


<:212> TYPE: PRT 
















208 


<213> ORGANISM: Homo sapiens 
















210 


<400> SEQUENCE: 9 
















212 


Val Ala Ser Leu Leu Thr Thr Ala 


Glu 


Val 


Val 


Val 


Thr 


Glu 


lie 


213 


.1 5 




10 










15 


215 


<210> SEQ ID NO: 10 
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216 
217 
218 
220 



211> LENGTH: 15 
212 > TYPE : PRT \ . - 

213> ORGAN I Sty-:' synthetic construct 
400 > SEQUENC^ 
In Lys Arg A 



\!ck\^ 2 I 3 res>fr*^± ore f 



f\ f V^-^ 



-Asp Gin Tyr Gly His Ala Ala Phe Glu 



o 



2 2 3 


I 






5 










10 










1 5 




2 2 :.) 


<2 10> SEQ ID NO 


: 11 
























2 2 6 


<2L1> LENGTH: 15 
























2 2 7 


■2 L 


2> IYPE: 


PRT 


























2 2 8 


- 2 13> ORGANISM: 


synthetic construct 
















2 3 "J 


-:400> SEQUENCE : 


11 
























2 3 2 


Asp 


Glu Arg 


Ala 


Ala 


Tyr 


Asp 


Gin 


Tyr 


Gly 


His 


Ala 


Ala 


Pne 


Glu 




2 3 3 


1 






5 










10 










1 5 




2 3 5 


v:2I0> SEQ ID NO 


: 12 
























2 36 


•■211> LENGTH: 11 


















1 

i 






2 37 


<21 


2> TYPE: 


PRT 


























2 3 8 


- 21 3> ORGANISM: ; 


synthetic construct 
















24 0 


.■ "' 


0> EEATURE: V 


\ 
























241 


< 2 2 


1> NAME/KEY: 


VARIANT 






















242 


..■ ) 


2> LOCATION: 


(2) 


• • (2) 




















24 3 


< ■ 1 "> 


3> OTHER 


INFORMATION : 


Xaa is 


any 


amino acid 










246 


<400> SEQUENCE: 


12 
























W--> 248 


Lys 


Xaa Val 


Ala 


Ala 


Trp 


Thr 


Leu 


Lys 


Ala 


Ala 












24 9 


1 






5 










10 














251 


<210> SEQ ID NO 


13 
























2 52 


<J11> LENGTH: 573 
























253 


<21 


2> TYPE: 


PRT 


























254 


013> ORGANISM: 


Homo sapiens 


















256 


<400> SEQUENCE: 


13 
























2 58 


Met 


Leu Arg 


Leu 


Pro 


Thr 


Val 


Phe 


Arg 


Gin 


Met 


Arg 


Pro 


Val 


Ser 


Arg 


259 


1 






5 










10 










15 




261 


Val 


Leu Ala 


Pro 


His 


Leu 


Thr 


Arg 


Ala 


Tyr 


Ala 


Lys 


Asp 


Val 


Lys 


Phe 


262 






20 










25 










30 






264 


Gly 


Ala Asp 


Ala 


Arg 


Ala 


Leu 


Met 


Leu 


Gin 


Gly 


Val 


Asp 


Leu 


Leu 


Ala 


265 




35 










4 0 










45 








267 


Asp 


Ala Val 


Ala 


Val 


Thr 


Met 


Glu 


Pro 


Lys 


Gly 


Arg 


Thr 


Val 


He 


He 


268 




50 








55 










60 










270 


Glu 


Gin Ser 


Trp 


Gly 


Ser 


Pro 


Asn 


Val 


Thr 


Lys 


Asp 


Gly 


Val 


Thr 


Val 


271 


65 








70 










75 










80 


27 3 


Ala 


Lys Ser 


lie 


Asp 


Leu 


Lys 


Asp 


Lys 


Tyr 


Lys 


Asn 


He 


Gly 


Ala 


Lys 


274 








85 










90 










95 




276 


Leu 


Val Gin 


Asp 


Val 


Ala 


Asn 


Asn 


Thr 


Asn 


Glu 


Glu 


Ser 


Gly 


Asp 


Gly 


277 






100 










105 










110 






27Q 


Thr 


Thr Thr 


Ala 


Thr 


Val 


Leu 


Ala 


Gly 


Ser 


He 


Ala 


Lys 


Glu 


Gly 


Phe 


280 




115 










120 










125 








282 


Gin 


Lys He 


Ser 


Lys 


Gly 


Ala 


Asn 


Pro 


Val 


Glu 


He 


Arg 


Arg 


Gly 


Val 


28 3 




130 








135 










140 










285 


Met 


Leu Ala 


Val 


Asp 


Ala 


Val 


He 


Ala 


Glu 


Leu 


Lys 


Lys 


Gin 


Ser 


Lys 


286 


14 5 








150 










155 










160 
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288 Pro Val Thr Ihr Pro Glu Glu lie Ala Gin Val Ala Met He Ser Ala 

289 165 170 175 

291 Asn Gly Asp Lys Glu He Gly Asn He lie Ser Asp Ala Met Lys Lys 

292 180 185 190 

294 Val Gly Arg Lys Gly Val He Thr Val Lys Asp Gly Lys Thr Leu Asn 

295 195 200 205 

297 Asp Glu Leu Glu He He Glu Gly Met Lys Phe Asp Arg Gly Tyr He 

298 210 215 220 

300 Ser Pro Tyr Phe He Asn Thr Ser Lys Gly Gin Lys Cys Glu Phe Gin 

301 225 230 235 240 

303 Asp Ala Tyr Val Leu Leu Ser Glu Lys Lys He Ser Ser Val Gin Ser 

304 245 250 255 

306 He Val Pro Ala Leu Glu He Ala Asn Ala His His Lys Pro Leu Val 
3.'>7 260 265 270 

309 He He Ala Glu Asp Val Asp Gly Glu Ala Leu Ser Thr Leu He Leu 

310 275 280 285 

3 12 Asn Arg Leu Lys Val Gly Leu Gin Val Val Ala Val Lys Ala Pro Gly 
31.3 290 295 300 

315 Phe Gly Asp Asn Arg Lys Asn Gin Leu Lys Asp Met Ala He Ala Ihr 

316 305 310 315 320 
3 18 Gly Gly Ala Val Phe Gly Glu Glu Gly Leu Thr Leu Asn Leu Glu Asp 
319 325 330 335 

321 Val Gin Pro His Asp Leu Gly Lys Val Gly Glu Val He Val Thr Lys 

322 340 345 350 

324 Asp Asp Ala Met Leu Leu Lys Gly Lys Gly Asp Lys Ala Gin Leu Glu 

325 355 360 365 

327 Lys Arg He Gin Glu He lie Gly Gin Leu Asp Val Ihr Thr Ser Glu 

328 370 375 380 

3 30 Tyr Glu Lys Glu Lys Leu Asn Glu Trp Leu Ala Lys Leu Ser Asp Gly 
331 385 390 395 400 

3 33 Val Val Val Leu Lys Phe Gly Gly Thr Ser Asp Val Glu Val Asn Glu 
334 405 410 415 

3 36 Lys Lys Asp Arg Val Thr Asp Ala Leu Asn Ala Thr Arg Ala Ala Val 
337 420 425 430 

3 39 Glu Gly Gly He Val Leu Gly Gly Gly Phe Ala Leu Leu Arg Cys lie 
340 435 440 445 

342 Pro Ala Leu Asp Ser Leu Thr Pro Ala Asn Glu Asp Gin Lys He Gly 

343 450 455 460 

345 Met Glu lie Val Lys Arg Thr Leu Lys He Pro Ala Met Thr Thr Ala 

346 465 470 475 480 

348 Thr Asn Ala Gly Val Glu Gly Ser Leu He Val Glu Lys lie Met Gin 

349 485 490 495 

351 Asn Ser Ser Glu Val Gly Tyr Asp Ala Met Val Gly Asp Phe Met Asn 

352 500 505 510 

354 Met Val Glu Lys Gly lie lie Asp Pro Thr Lys Leu Val Arg Thr Ala 

355 515 520 525 

357 Leu Leu Asp Ala Ala Gly Val Ala Ser Leu Leu Thr Thr Ala Glu Val 

358 530 535 540 

360 Val Val Thr Glu lie Pro Lys Glu Glu Lys Asp Pro Gly Met Gly Ala 
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L:248 M:341 W: (46) " n " or "Xaa" used, for SEQ ID#:12 
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